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SEQUENCE LISTING 



<110> Pharmacia AE 
<I2J> Protein Cluster I 
<12C> 00349 



<ZoC> s 



<212- 



Pater.tln version 3-C 



:211> 1232 



DNA 



<212> human 



<220> 
<22i> 
<222> 



CDS 
(450) 



. (1232) 



<4C0> 1 : 
cccttaggcg ccagggacag ccgagcgtta ccjtggtcccg 



ggcagcggag ttctttacco 
tttagggctt gggtctggct 
ccagctaccg gggctcctgg 
agggacgtca cggggcagag 

cggcracgtga acctgaattt gctgcaggcg tgctctgtgti ggtggctggg ttctgccaat 

'' '• f i 

:cccgtgccc accgggtggg cgcggcoggg aa'gctcstgcj ccctccctgc tggtcggcgt 

gcgacagcgg aggcagagag 



iccccagttc tggttctgac gccctagctc attccgcaaa 

! 

tgttcocctc cggctcgaac cacctcttct ct ; gagccgag 
aattgccacc cccccctggct cacccttgag gcctccgtqjg 

■ l !r 

tL 
I 
l 

i 

cacgcgtgac gtcncgcgtg atggctggga gggcccgglg 



gasggcggtt ctgagagctt cagagagcg atg gaa age 

Met GIu Ser 

cc.r. tta gac ate aac ate cag gaa cct cgc tgg 
Pro leu Asp lie Asn lie Gin. Glu P'r.o Arg lip 

10 15 ' ' 

ctg ggc age gec egg cac ttt ztc act :gtt ait 
Leu Gly Arg Ala Arg His Phe Phe Thir 'Val Tfor 

25 30 : ; '■ 

ctg ctg tec ggg gca cag ctg gaa qct Jtct c[gg 
Leu Leu Sar Gly Ala Gin Leu Glu Ala ,Ser Airg 



4 5 



50 



T.ac agg gec ggc gtg gtg acc oca ggg late a 
Tyr Arg Ala Gly Val Val Thr Pro Gly, 'lie ifhir 
60 615 ! , 



aaa atg ggt gaa ttg 
Lys Met Gly Glu Leu 
5 

gac caa agt act ttc 
Asp Gin Sex Thr Phe 
20 

gat cot cga aat ctg 
Asp Pre Arg &sn Lau 
40 

aac ate gtg cag aac 
Asn He Val Gin Asn 
55 

gag gac cag ctg tgg 
Glu Asp Gin Leu Trp 
70 



60 
120 
180 
240 
300 
3 60 
420 
473 

521 

569 

617 

665 



ago gec aag tat gtg 
Arg Ala Lys Tyr Vai 
75 



-2- 



tat gac tec gec tjtc cat ccg gac aca 
Tyr Asp Ser Ala P|he His Pro Asp Thr 
SC i 85 



ggg gag 
Gly Glu 



"713 



aag gtg gtc ctg att 
Lys Vsl Vai Leu lie 

9C 



ac: stc act ggc 
Thr lis Thr Gly 
ICS 

gtg ttc tgg cag 
Vai Phe Trp Gin 



t gc 
Cys 



tgg 
Trp 
125 



ggc cgc atg tea gec cag gtg ccc atg aac atg 

Gly Arg Met Ser A'la Gin Vai Pro Met Asn Met 

8;5 j ■ 100 

atg etc aca etc tiac ag'g aag ace cca acc gtg 

Met Leu Thr Phe Tyr Arg Lys Thr Pre Thr Vai 

110 : i 115 120 

gtg aat cag tor. ttc aa't gec att gtt aac tac 

Vai Asn Gin Ser Phe ASn Ala He Vai Asn Tyr 

! 130 135 



7 61 



909 



857 



tec aac cgc agt ggt gac act 

Ser Asn Arg Ser Gly Asp Thr 
140 

gsc t£t gtg agt gec acc act 

Ala Tyr Vai Sar Ala Thr Thr 

155 1 

! 

aaa tec etc acc aag cac ctg 

Lys S.sr Leu Thr Lys His Leu 

17C 175 



ccc ate act gtg agg cag ctg ggg aca 
Pro lie Thr Vai Arg Gin Leu Gly Thr 

145 ;! 150 

gga get gtg gec acg gec ctg gga etc 
Gly Ala yal Ala Thr Ala Lsu Gly Leu 
160 j 165 

ccc cc; ttg gtc ggc aga ttt gtg ccc 
Pro Pro Leu Vai Gly Arg ?hs Vai Pro 

:1 i 180 



905 



953 



1001 



ttt gca gca gtg 
?ha Ala Ala Vai 
135 



gca get gec aac tgc iatc aac ate ccc ctg atg agg 
Ala Ala Ala Asn Cys '311s Asn lie Fro Leu Met Arg 

190 j ' i| 195 200 



104 9 



cag aga gag ctg 
Gin Arg Glu Lsu 



cag gtg ggc ate ccg ;gtg get gat gag gca ggt cag 
Gin Vai Gly lie Pro jpal Ala Asp Glu Ala Gly Gin 
205 ! ' |i2 10 i 215 



1097 



ago ctt ggc tac teg gtg act 
Arg Lej Gly Tyr Ser Vai jrhr 
220 I 



gca gec ;sag cag gga ate ttc cag gtg 
Ala Ala -.Lys Gin Gly lie Fha Gin Vai 
225 ;i 230 



1145 



gtg att tea aga ate tgc atg 
Vai lie Ser Arg lie Cys Met 

235 ! 



gcg att licet gee atg gec acc cca cca 
Ala lie ||pro Ala Met Ala lie Pro Pro 
240 i| ' 245 



1193 



ctg ate atg gac act 
Leu lie Met Asp Thr 
250 



<210> 2 

<211> 261 

<212> PRT 

<2I3> human 

<r4CC> 2 

Met G."iu Ser Lys 



ctg jgag aag aaa ;jgac ttc ctg aag 
Lys Lys !Asp Phe Leu Lys 
! 260 



1232 



Leu Glu 
255 



'I 



Met Gly Glu Leu ProjjLeu Asp lie Asn lie 

5 j ijio i 



Pre- Arg Trp Asp Gin Ser 
20 



Thr Phe Leu 1 Gly Arg Ala Arg His 

25 j! ! 30 



Gin Glu 
15 

Phe Phe 



— J — 



Thr Vsi Thr Asp Pro 



AH Ser Arg Asr. lie 

Gly He Tlir Glu Asp 
€5 



Arg ASn Leu Leu I' 

; 40 



u Sez 1 Gly Ala Gin Leu Glvt 
45 



Val Gjln Asn Tyr Arg Ala Gly Val Val Thr Pro 



€0 



Gin Leu Trp Arg Ala Lys Tyr Val Tyr Asp Sar 



70 



75 



30 



Ala Phe !-:is Pro Asp Thr Gly Glu Lys Val Val Leu lie Gly Arg Met 
85 ! 90 95 



Ser Ala Cln val Pro 

100 

Fiva Tyr Arg Lys Thr 
115 



Sar Phe Asn Ala He 

130 



Met Asn Met Thr lie Thr Gly Cys MeC Leu Thr 

105 !; 110 

Pro Thr Val Val -Phe Trp Gin Trp Val Asn Gin 



120 



125 



Val Asn Tyr Ser Asn Arg Ser Gly Asp Thr Pro 

1 35 !| ' 140 



lis Thr Val Arg Gin 

14 5 

Ala Val Ala Thr Ala 
165 



Leu Gly Thr Ala 'tyr Val Ser Ala Thr Thr Gly 



150 



160 



Leu Ely Leu Lys feer Leu Thr Lys His Leu Pro 
|L7C 175 



Pre Leu val Gly Arg 
180 



Phe Val Pro Phe Ala Ala Val Ala Ala Ala Asn 



185 



190 



Cys He Asn iie Pro 

195 

Pre Val Ala Asp Glu 

210 

Ala Lys Gin Gly He 

225 

Ha Pro Ala Met. Ala 
245 

Lys Asp Phe Leu Lys 
260 



Leu Met Arg Gin [Arg Glu Leu Gin Val Gly He 
200 '! 205 

Leu Gly Tyr Ser Val Thr Ala 

! 220 

|lle Ser Arg He Cys Met Ala 
235 240 

He Met Asp Thr Leu Glu Lys 
250 255 



Ala Gly Gin Arg 
215 

Phe jsin Val Val 
230 I 



He 



Pro Pro Leu 



<210> 




<2ll> 


1061 


<212> 


DNA 


< 2 1 3 > 


human 


<220> 




<22H 


CDS 


<222> 


(450) 


<i00> 






ggcg c 



:cttsggcg ccagggacag ccgagcgtta cctagtcccg ggcagcggag ttctttaccc 60 

i s 

;cagttc tggttctgac gccctagctc attcegcaaa tttagggctt gggtotggct 120 



4- 



tot 


tcccc 


tc 


cogcccgaac 


caoct cttct 

1 


etga'gccyag 


coagctsccg gggctcctgg 


180 




tg 




cetccctggg 


i 

cacccttgag 


gcctccgtgg 


agggaegtea eggggcagag 


240 




gacg" 


g& 


gcctgagttt 


J 

gctigcaggcg 


tgctctgtgt 


ggtggctggg ttctgccaat 


300 






cc 


accgggtggg 


i 

cgcggccggg 


i 

aagctsctgc 


ccctccctgc tggtcggcgt 


360 


cac 




ac 


g Ccccgcgtg 


atggctggga 


j 

gggcccggcg 


gegacagegg aggcagagag 


420 


y a u 


ggcc;g 


ct 


ctgagagctt 


j 

cagaaagcg 

j 


atg gaa age 
Ket Glu Ser 

1 1 


aaa atg ggt gaa ttg 
Lys Met Gly Glu Leu 
5 


473 


Fro 


Cta 
Leu 


cac 
Asp 


ate aac ate cag gaa 
He Asn He G.ln Glu 


cct egc tgg 
Fro Arg Trp 


gac caa agt act tta 
Asp Gin Ser Thr Phe 


521 



1G 15 j 20 

j I 

ctg ggc aga gec egg cac ttt ttc act gtt act gat cct cga aat ctg 569 
Leu Gly Arg Ala Arg His Phe Phe Thr Val Thr Asp Pro Aig Asn Leu 

25 30 ! '35 40 

ctg ci.g tec ggg gca cag ctg gaa get tct egg aac ate gtg cag aac 617 
Lsu Leu Ser Gly Ala Gin Leu Glu Ala Ser Arg Asn He Val Gin Asn 

45 i 50 55 

I 

i ; 

tac agg aag acc cca acc gtg gtg ttc !tyg cag tgg gtg aat cag tec 665 

Tyr Arg Lys Thr Pro Thr yal Val Fhc Trp Gin Trp Val Asn Gin Ser 

60 j 65 : 70 

j 

ttc aat gec att gtt aactactcca '"jeegciag-tgg ■ tgacactccc atcactgtga 720 

Phs Asn Ala lie Val I ! 

75 j ! 

ggcagctggg gaeagectat gtgagtgccs cca'ctggagc tgtggccacg gccctgggac 730 

' i 

tcaaa;ccct caccaagcac ctjgcccccct cgg.tcggcag acttgtgccc tttgcagcag 940 

tggcscjctge caacxgcatc aajeatccccc tgatgaggca gagagagctg caggtgagca 900 

tcccggtggc tgatgaggca ggteagaggc ttggctact- ggtgactgca gecaagcagg 360 

i ' • • 

gaacettcca ggtggtgatt tcaagaatct geatggegat tcctgccatg gccatcccac 1020 

I ! ; 

caetgatcac ggacactctg gajgaagaaag acttcctgaa g 1061 

' ! ' 

<21C> A 
<211> 7"> 
<212> PRT 
<213> human 

< J G 0 > 4 

Met Glu Ser Lys Met Gly !Glu Leu Pro Lsu Asp He Asn He Gin Glu 

1 5 j !l0 1 15 

?rc Arg Trp Asp Gin Ser j Thr Phe Leu ( Gly Arg Ala Arg His Phe Phs 

10 25 i ; 30 
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Thr Val Thr Asp Pro Arg Afen Leu ueu Leij Scr Gly Ala Gin Leu Glu 
35 40 ! 43 



5er Arg Asn lie Vai G^ln Asn Tyr Arg Lys Thr Pro Thr Val Val 



5 0 



55 



60 



?he Trt Gin Trp Val Asn Gin Ser L : he Asiji Ala lie Val 



65 




<2lC-> 




<?::> 


1567 


<2: ?.> 


SNA 


<2_2> 


nunian 


<22C> 




<221> 


CDS 


<222> 


(47) • 


<4CC> 


5 


gggcat 


bbgt c 


gac et 


g tct 



Met Glu Ala 
1 



Asp „e>.-. Ser Gly Fhe Asn lie Asp Ala euo Arg Trp Asp Gin Arg Thr 
5 3.0 15 



55 



103 



'etc ctg ggg aga gtg aag cac ttc eta aac ate acg gac ccc cgc act 
Fhs Leu G.ly Arg Val Lys His Phe Leu Aan Tla Thr Asp Pro Arg Thr 
2 3 25 I | 30 35 



151 



gtc bet gta bet gag egg gag ctg gac tgg gec aag gtg ate gtg gag 
Val Phe Val Ser Glu Arg Glu Leu Asp Trp Ala Lys Val Met Val Glu 
40 i 4 5 50 



199 



aag age agg atg ggg gtt Jgtg ccc cca ggc aec eaa gtg gag cag ctg 
Lys Ser Arg Met Gly Val jVal Pro Fro Gty Thr Gin Val Glu Gin Leu 

55 i 60 I 65 



247 



ctg tat gee aag aag ctg kat gac teg gec ttc cac ccc gac act ggg 
Leu Tyr Ala Lys Lys Leu Tyr Asp Ser Ala Phe His Pro Asp Thr Gly 
70 : 75 SO 



29E 



gag aag atg aat gtc ate ;ggg cgc atg tct ttc cag ctt cct ggc ggc 

Glu Lys Mec Asn Val lie jGly Arg Met Ser Phe Gin Leu Pre Gly Gly 
3 5 \90 | 95 

I ! 

at;j ate ate acg ggc etc jatg etc cag ttc !;ac agg acg atg ccg gcg 

Met lie He Thr Gly Phe jMet Leu Gin Phe Tyr Arg Thr Met Pro Ala 

ICC 105 j : no 115 

i i 

gcg ate ttc tgg cag tgg igtg aac cag tec ttc aat gec tta gtc aac 

Val lie Phe Trp Gin Trp IVal Asn Cln 5ei Pha Asn Ala Leu Val Asn 



120 

tac ace aac agg aat gcg 
Tyr Thr Asa Arg Asn Ala 
135 



12: 



130 



get tec ccc apa Uca gtc agg cag atg gec 
Ala Ser Pro Thr Ser Vai Arg Gin Met Ala 
140 i 145 



343 



191 



439 



4S7 
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ctt tec tac ttc aca gec aca acc act get gcg gec acg get gtg ggc 535 
Leu 3er Tyr Phe Thr Ala Thr Thr Thr Ala Val Ala Thr Ala Val Gly 

150 J 155 160 

atg aac atg ttg aca aag ajaa gcg ccg see tug gtg ggc. cgc tgg gtg 5S3 
yisl Asr. Met lea Thr Lys Lys Ala Pro Pro Leu Val Gly Arg Trp Val 

"55 i70 175 

I 

ttt gec get gtg get gcg get aac tgt gtc aat ate ccc atg atg 631 
Pro Pr.s Ala Ala Val Ala iila Ala Asn Cys Val Asn Tie Pro Met Met 
ISC 185 I 190 195 

eg a cag agg gag etc ata a.ag gga ate tgc gtg aag gac agg aat gaa 679 
ftr: G±r. Arg Glu Leu lie tys Gly lie Cys Val Lys Asp Arg Asa Glu 
200 ! 205 210 

aat gag att ggt cat tec egg aga get gcg gec ata ggc ate acc caa 727 
Asr. Glu He Gly His Ser Arg Arg Ala Ala Ala lie Gly lie Thr Gin 
215 ! 22C 225 

( 

i 

gta gtt att tct egg ate acc atg tea get cct ggg atg ate ttg ctg 775 
Val Val He Ser Arg He Thr Met Ser Ala Pro Gly Met He Leu Leu 
230 i 235 240 

i 

cca gtc acc atg gaa agg ctt gag aaa ttg cac ttc atg cag aaa gtc 323 
Pro Val rie Met Glu Arg Leu Glu Lys Leu His Phe Met Gin Lys Val 
2-5= 250 255 

i 

aag gtc ctg cac gec cca ttg cag gtc aty ctg age ggg tgc ttc etc 871 
lys Val Leu His Ala Fro Leu Gin Val Met Leu Ser Gly Cys Pne Leu 
260 265 ! 270 275 

ate c^c atg gtg cca gtg gcg tgt ggg ctt ttc cca cag aaa tgt gaa 919 
He Phe Mat Val Pro Val Ala Cys Gly Lsu Phs Pre Gin Lys Cys Glu 

2S0 I 285 290 

I 

ttg cca gtt tec tat ctg gaa ccg aag etc caa gac act ate aag gec 967 

Leu Pro Val Ser Tyr Leu Glu Pro Lys Leu Gin Asp Thr He Lys Ala 

295 ! 300 305 

i 

aag tat gga gas ctt gag jeet tat gtc tac ttc aat aag ggt etc taa 1015 
Lys Tyr Gly Glu Leu Glu Pro Tyr Val Tyr Phe Asn Lys Gly Leu 
310 315 320 

a'.gccccact tcagcaagga ccagtctatt cccatattca ccagctcctc cttagctacg 1075 

tgcacscttg tgtcctcctt cciccttcgcc aacaaggect gaaggecagg gtagattggg 1135 

I 

ggg^9gg«ca atgaatgect caitacttaca ccctggtact ggttgattgg acctcagggg 1195 

asaaaagtga aaaagggtag cajaaggecaa tgtottctag ctgcttcctc aacccctgtc 1255 

ccccgagaga ccagaagctg agjgccctctc agggaggaga catccaagca aatcatttgg 1315 

aassgttagg aaacctttag gajttctggtt ccayecaggg ttgaggaaaa gsccttggat 1375 

caaaaggaag cttctatacc tc'cttcttct tcgcttcctc ctctcccaaq caatggaaac 1435 

ttttacccat gtaattctag ct!gaactcag gaaaaagaag ggggaaagga ctctgtcccc 14 95 
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ttggggctca tcaoccttcc acajtcctcct. cctcgcagcc ccctggtcag gcagcttcfct 1555 
vttttttitt tc i 1567 



<211> 322 ; 
<2l2> ?RT I 
<23 3> r. jTr.ar. ) 

j 

Met 51 j Ala Asp Leu Ser Gly Phe Asn lis Asp Ala l?ro Arg Tirp Asp 
1 5 j iC 15 

i 

C-r. Arg Thr Phe Leu Gly Arg Val Lys His Phe Leu Asn He Thr Asp 
20 2b 30 

I 

Pro Arg Thr Val Phe Val Ser Glu Arg Glu Leu Asp Trp Ala Lys Val 

40 45 

Mtit Val Glu Lys Ssr Arg Wat Gly Val Val Pro Fro Gly Thr Gin Val 
5C 55 60 

; 

I 

G1-. Gin Leu Leu Tyr Ala Lys Lys Leu Tyr Asp Ssr Ala Phe His Pro 

7 0 j 7 5 80 

i 

1 

Asp Thr Gly Glu Lys Met Asn Val He Gly Arg Met Ser Phe Gin Leu 
35 \ 90 95 

I 

Pro Gly Giy Met He lie Thr Gly Phe Met Leu Gin Phe Tyr Arg Thr 

100 | 105 110 

i 

Met rro Ala Val He Phe Trp Gin Trp Val Asn Gin Ser Phe Asn Ala 
:.1S \ 120 125 

i 

L*u Vcl Asn Tyr Thr Asn Arg Asn Ala Ala Se.r Pro Thr Ser Val Arg 
130 jl35 140 

j 

Glr; Ket Ala Leu Ser Tyr iPhe Thr AJ.a Thr Thr Thr Ala Val Ala Thr 

145 150 I 155 160 

i 

A If- Val Gly Met Asn Met Leu Thr Lys Lys Ala Pro Pro Leu Val Gly 
165 | 170 17 5 

Arg Trp Val Pro Phe Ala 'Ala Vai Ala Ala Ala Asn Cys Val Asn He 
130 j 185 190 

Pre hiei Mat Arg Gin Arg iGlU Leu lis Lys Gly He CyS Vsl Lys Asp 
195 j 200 205 

Arg Asr. Glu Asn Glu He iGly His Ser Arg Arg Ala Ala Ala He Gly 

210 i215 " 220 

I 

i 

lie- -hr Gin v a l Val He iSer Arg lis. Thr Met; Ser Ala Fro Gly Met 

225 230 I 2>5 5 240 

j 

lie Leu Lsu Pro val lie jMet Glu Arg Leu Glu Lys Leu His Phe Met 
245 ; 250 255 
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Glr: Lys Val Lys Val Leu His Ala Pro Leu Gin Val Met Leu Ser Sly 
260 26b 270 

Cyz Phe Leu lie ?he Met Val Pro Val Ala Cys Gly Leu Phe Pro Gin 
2-75 280 2S5 

Lys Cys Glu Leu Pro Val Ser Tyr L<sti Glu Pio Lys Leu Gin Asp Thr 

29C 295 300 

Ij.e Lys Ala Lys Tyr Gly Glu Leu Glu Pre Tyr Val Tyr Phe Asn Lys 
3C3 310 315 320 



<210> 






<211> 


2269 




<212> 


DMA 




<215> 


human 




<2 20> 






<221> 


CDS 




<222> 


(125) 


. . (1053} 


<2 20> 






<221-> 


rrsisc 


feature 


<222> 


J25) . 


• (25) 


<2 23> 


n=A, T 


, G or C 


<400> 


7 





gacgcgctec ggggaegege gaggncgecq tggegggaga agcgtttccg gtggcggcgg 60 

aggctgeact gagegggace tggcgagcag cgegggegge ageceggggg aagegtcegg 120 

gacc atg tct gga gaa eta cca co-'j aac att aac ate aag gaa cct cga 16S 
Met Ser Gly Glu Leu Pro Pro Asn He Asn lie Lys Glu Pro Arg 
15 10 15 

tgg gat caa age act ttc att gga cga gec aat cat ttc tec act gts 217 
Trp Asp Gin Ser Thr Phe lie Gly Arg Ala Asn His Phe Phe Thr Val 
20 25 30 

act gac ccc agg aac att ctg tta acc aac gaa caa etc gag agt gcg 265 
Thr Asp Pre Arg Asn lie Leu Leu Thr Asn Glu Gin Leu Glu Ser Ala 
3 5 4 0 4 5 

acs aaa ata gta cat gat tac agg cag gga att gtt cct cct ggt ctt 313 
Arc Lys lie Val His Asp Tyr Arg Gin Gly lie Val Fro Pro Gly Leu 
50 55 60 

acs gaa aat gaa teg tgg aga gca aag tac ate tat gat tea get ttt 361 
Thr Giu Asn Glu Leu Trp Arg Ala Lys Tyr lie Tyr Asp Ser Ala Phe 
65 70 75 

cat cct gac act ggt gag aag atg att ttg sta gga aga atg tea gec 4 09 

His Pre Asp Thr Gly Glu Lys Met He Leu lie Gly Arg Met Ser Ala 
SO 85 ,90 95 
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cay gtt ccc atg aac atg acc stc aca ggt tgt atg atg acg ttt tac 457 
Cln val Pro Met Asn Met Thr He Thr Gly Cys Met Met Thr Phe Tyr 
ICO j. Ob 110 

agg act acg ccg get gtg ctg etc tag csg tgg att aac cag tec ttc 505 
Are Thr Thr Pro Ala Val Leu Phe Trp Gin Trp I.Iq Asn Gin 5er Phe 
115 120 125 

aat gee g';c gtc aat tac acc aac aga agt gg& gac gca ccc etc act 553 
As- Ala Val Val Asn Tyr Thr Asn Arg Ser Gly Asp Ala Pro Leu Thr 
130 135 140 

gtc aat gag ttg gga aca get tac gtt tcr. gca aca act ggt gec gta 601 
Val Aon Sly Leu Gly Thr Ala Tyr Val Ser Ala Thr Thr Gly Ala Val 
1^5 150 155 

gca aca get eta gga etc aat gca ttg ace aag cat gtc tea cca ctg 64 9 

Ala Thr Ala Leu Gly Leu Asn Ala Leu Thr Lys His Val Ser Pre Leu 
1 6C 165 170 175 

at -a gga eg; ttt gtt ccc ttt get gec gt'i get get get aat tgc att 697 
lie Gly Arg Fhs Val Pro Phe Ala Ala Val Ala Ala Ala Asn Cys lie 
ISO 1&5 190 

aat act cca tta atg agg caa agg gaa etc ass gtt ggc att ccc gtc 745 
A sr. lie Pro Leu Met Arg Gin Arg G.1 u Leu Lys Val Gly lie Pro Val 
195 200 205 

acg gat gag aat ggg aac cgc ttg ggg gag teg gcg aac get gcg aaa 793 
Thr Asp Glu Asn Gly Asn Arg Leu Gly Glu Ser Ala Asn Ala Ala Lys 
210 215 220 

caa gtc ate acg caa gtt gtc gtg tec agg att etc atg gca gee cct 841 
Gin Ala lie Thr Gin Val Val Val Ser Arg lie Leu Met Ala Ala Pro 
22 5 230 235 

ggc atg gee ate cct cca ttc att atq aac act ttg gaa aag aaa gec 889 
Sly Mat Ala lie Pre Pro Phe lie Met Asn Thr Leu Glu Lys Lys Ala 
240 245 250 255 

ttt ttg as-g agg ttc cca tgg atg agt gca ccc att caa gtt ggg tta 937 
Phe Le-„ Lys Arg Phe Pro Trp Met Ser Ala Pro lie Gin Val Gly Leu 
260 265 270 

get ggc ttc tgt ttg gtg ttt get aca ccc etc? tgt tgt gec ctg ttt 985 
Val Gly phe Cys Leu Val Phe Ala Thr Pro Leu Cys Cys Ala Lau Phe 
275 280 285 

cct C3g aaa agt tec atg tct gtg aca age ttg gag gee gag ttg caa 1033 
?ro Gin Lys Ser Ser Met Ser Val Thr 2sz Leu Glu Ala Glu Leu Gin. 
290 295 300 

gec aag ate caa gag age eat cct gaa ttg cga cgc gtg tac ttc aat 1081 
Ala lys lie Gin Glu Ser His Pre Glu Leu Arg Arg Val Tyr Phe Asn 
305 310 ' 315 

sag gga ttg taa agcagagagg aaacctctgc agctcattct gccactgcaa 1133 
Lys Gly Leu 



00349-PCT 
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acctggtigta 


gccatgctgg 


tgagaaaaat 


cctgttcaac 


ctgggt tctc 


ccagttacgg 


1193 


aSiCCt: ",ta 


aagatccao-j 


ttagcctttt 


agaataaagc 


tgctacttta 


acagagcacc 


1255 


tgzc:tgggc 


caagtgcctg 


atactccctt 


acactgaatc 


atgttatgat 


ttatagaaat 


1313 


iccttt^ctg 


tagcttttat 


agtcattgtt 


tttcaaagac 


gatataccag 


cc.ctcacoca 


1373 


gg" t caaaa 


asgcactggt 


aggcatagaa 


taggtgctca 


gtatatggtc 


agtaaatgtt 


1433 


ecattgatta 


tcastcagtg 


aaaaaagaaa 


tctgtttaaa 


atactgaatt 


ttcatctcac 


1453 


tcccsttgca 


aatcaaggag 


atctcagcag 


tgaactggga 


aaatacaaaa 


gctctgggct 


1553 


;atctataaa 


aacttacctg 


aaatattaag 


ggcagtttgc 


ttctag tttg 


gggattgcgc 


1613 


i~ i jcccaitg 


aaqqtqataa 


agctt Etggs 


tt^gaaqgcit 

** * 3 3 — 3 7 % j ^* 


aaaagctcci; 


tcacacccct 


16' 2 


'.ccaaaagtc 


agtcacagac 


cactgcaaca 


tgccttccct 


gctggatcat 


tatatacatt 


1733 


cagstt crtcra 


a^acfattqcc 


ttggttgacf- 


tttaatttat 


tgttttttgt 


tcttataaag 


1793 


at caatct 


taccttgcag 


ttattgactt 


tatattcaat 


tatttacatc 


aaataatgaa 


1S53 


Ataactga&a 


tgtacaaatg 


tcaaattttg 


gaagtata tt 


caataccaat 


gctgtatgag 


1913 




ccagttcatt 


gtttttttt«. 


tggtaagaag 


tgagactaca 


gttccagcta 


1973 




trttc'ctgtc 


atccttatag 


atctctttgg 


ctttcagaaa 


gatacagtga 


2033 


taa Cgtgtg-t 


atgaatcagt 


cacaa'cgaat 


tttacl tgaa 


tattgtatgt 


tgcattccac; 


2093 


t t cat"gaa 


aataatgaaa 


ccat gtacca 


ctjtttacat 


catctgtagt 


gatttcatag 


2153 


ataacacatt 


taatatgaca 


gattatgtt l 


caactctgta 


gatgtttaac 


gtcatagaca 


2213 


gtcggccctc 


tgtatccgtg 


agctotatat 


ctgtyasttc 


aaccaagttt 


ggatgg 


2269 



<21C> S 

<211> 322 

<212> PRT 

<2i2> human 

<220> 

<22_> fflisc_£eatare 

<222> 125) . . (25) 

<'223> ri=A,7,G or C 

<400> S 

Met Ser Gly Giu Leu Pro Pro Asm He Asn lis Lys Glu Pro Arg Trp 
1 5 10 15 

Asp Gin Ser Thr Phe lie Gly Arg Ala Asr. His Phe Phe Thr Val Thr 
20 25 3C 

A-ir, Pro Arg Asn lie Leu Leu Thr A.sn Giu Gin Leu Glu Ser Ala Ara 
35 40 45 



00349-PCT 
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Lys lis Vai Kis Asp Tyr Arg Gin Gly I la Val Fro Pro Gly Leu Thr 
5C 55 60 

Glu Asn Glu Leu. Trp Arg Ala Lys Tyr lie Tyr Asp Ser Ala Phe His 

6 5 7 0 '75 80 

Pro Asp Thr Gly Giu Lys Met lie Leu lie Gly Arg Mar. Ser Ala Gin 
85 90 95 

vai ; 5 ro Met Asn Met Thr lie Thr Gly Cys; Met Met Thr Phe Tyr Arg 

100 105 110 

Thr Thr Fro Ala Val Leu Phe Trp Gin Txp He Asn Gin Ser Phe Asn 
115 120 125 

A] a Vai Val Asn Tyr Thr Asn Arg Ser Gly Asp Ala Pro Leu Thr Val 

12G 135 " 140 

Asn Glu Leu Gly Thr Ala Tyr Val Ser Ala -Thr Thr Gly Ala Val Ala 
345 150 X55 160 

ir:r Ala Leu Gly Leu Asn Ala Leu Thr Lys JUS Val Ser Pro Leu lie 
165 170 175 



Gly Arg Phe Val Pro Phe Ala Ala 
ISO 

lie Pro Leu Met Arg Gin Arg Glu 
1S5 200 

Asp Giu Asn Gly Asn Arg Leu Giy 
210 215 



Val Ala Ala Ala Asn CyS He Asn 
16 5 190 

Leu Lys Val Giy He Pro Val Thr 
205 

Glu Ser Ala Asn Ala Ala Lys Gin. 
220 



Ala Tie Thr Gin val Val Val Ser Arg lie Leu Met Ala Ala Pro Gly 
225 230 255 240 

Me'.; Ala lie Pro Fro Phe He Met Asn Thr Leu Glu Lys Lys Ala Phe 
245 250 " 255 

Leu Lys Arg Phe Pro Trp Met Ser Ala Pro lis Gin Val Gly Leu Val 
2 SO 265 270 

Gly Fhe Cys Leu Val Phe Ala Thr Pro Leu Cys Cys Ala Leu Phe Pro 
275 280 2BS 

Gin Lys Ser Ser Met Ser Val Thr Ser Leu Glu Ala Glu Leu Gin Ala 
290 295 300 

Lys lie Gin Glu Ser His Pro Giu Leu Arg Arg Vai Tyr Phe Asn Lys 
3C5 310 315 320 

Gly J 



